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FIG. IB 



y ) M13mp18 Target ONA 



s U3 

^gAaggAgggaagaaagcgaa 3* 



CGAACTGCCCCTTTCGGCCGCTTGC>,CCGC TCTTTCCTTCCCTTCTTTCGCTT 
U 0 GCTTGACGGGG AAAGCCGGCGAACG TGGCG 

U 1 CTTGACGGGGAAAGCCGGCGAACGTGGCGA 
U 3 TGACGGG GAAAGCCGGGGAACG TGGCGAG A 

US ACGGGGAAAGCCGGCGAACG TGGCGAG AAA 

U 8 GGGAAAGCCGGCGAACGTGGCGAG/W^GGA 
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FIG. 2 



Primary Invader Reaction 
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Cleavage because Invader disrupts duplex between Template and Probe 
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No cleavage because no disruption of base pairs between Template and Probe 



Secondary Invader Reaction 




leavage 



Flap from Primary Invader Reaction becomes Invader for Secondary Reaction. 
Cleavage liberates Reporter from Quencher, thus generating fluorescent signal. 
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FIG. 3 



Invader Assay - MTHFR 677T Allele - 9/22/99 
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y » 0 0126x 7 * 60.57Sx ♦ 261 1.1 
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y = 0.0024k 1 ♦ 63.3S9X ♦ 2024.0 
R* ■ 0.9999 



y * 0 0205x 2 * 60.833k + 2590 6 
R 1 =0.9999 



y a 0.0099k 2 * 64.066k ♦ 2630.5 
R* "0.9999 
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FIG. 5 
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Growth Curves in 
Original Data Domain 
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Growth Curves 
After Domain 
Transformation 
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FIG. 6 





FIG. 7 



Human Genomic DNA From 
go Different Individuals 
Analyzed by Invasive Cleavage 
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